
Triticum_aestivum.IWGSC.55
Triticum_dicoccoides.WEWSeqv.1.0.55

Hordeum_vulgare.IBSCv2.55
Aegilops_tauschii.Aetv4.0.55

Capsicum_annuum.ASM51225v2.55
Saccharum_spontaneum.Sspon.HiC_chr_asm.55

Lolium_perenne.MPB_Lper_Kyuss_1697.55
Nicotiana_attenuata.NIATTr2.55
Echinochloa_crusgalli.ec_v3.55

Olea_europaea.sylvestris.451.v1.JGI
Brassica_juncea.ASM1870372v1.55

Brassica_napus.AST_PRJEB5043_v1.55
Solanum_tuberosum.SolTub_3.0.55

Solanum_tuberosum.DM.v4.03.PGSC
Digitaria_exilis.Fonio_CM05836.55
Amborella_trichopoda.AMTR1.0.55

Eragrostis_tef.ASM97063v1.55
Coffea_canephora.AUK_PRJEB4211_v1.55

Lupinus_albus.La_Amiga31.GCA_010261695.1.NCBI
Panicum_hallii_fil2.PHallii_v3.1.55

Phaseolus_vulgaris.PhaVulg1_0.55
Brachypodium_hybridum.463.v1.1.JGI

Vitis_vinifera.PN40024.v4.55
Physcomitrium_patens.PhypaV3.55

Vigna_radiata.Vradiata_ver6.55
Dioscorea_rotundata.TDr96_F1_Pseudo_Chromosome_v1.0.55

Populus_trichocarpa.Pop_tri_v3.55
Daucus_carota.ASM162521v1.55

Setaria_italica.Setaria_italica_v2.0.55
Oryza_sativa.IRGSP−1.0.55

Oryza_glumipatula.Oryza_glumaepatula_v1.5.55
Brachypodium_sylvaticum.490.v1.1.JGI

Oryza_rufipogon.OR_W1943.55
Oryza_meridionalis.Oryza_meridionalis_v1.3.55

Oryza_longistaminata.O_longistaminata_v1.0.55
Oryza_glaberrima.Oryza_glaberrima_V1.55

Oryza_barthii.O.barthii_v1.55
Citrus_clementina.Citrus_clementina_v1.0.55

Brachypodium_distachyon.Brachypodium_distachyon_v3.0.55
Oryza_brachyantha.Oryza_brachyantha.v1.4b.55

Prunus_mume.BJFU1210120008.GCF_000346735.1.NCBIRefseq
Prunus_persica.Prunus_persica_NCBIv2.38

Marchantia_polymorpha.Marchanta_polymorpha_v1.55
Fragaria_vesca.Hawaii4.Fvb2.0.GDR

Arabidopsis_halleri.Ahal2.2.55
Arabidopsis_thaliana.Columbia.GCF_000001735.3_TAIR10.NCBIRefseq

Chlamydomonas_reinhardtii.Chlamydomonas_reinhardtii_v5.5.55
Klebsormidium_nitens.NIES2285.171026.v11.TITECH

Galdieria_sulphuraria.ASM34128v1.55
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